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IV. Claim amendments under 37 C.F.R. § 1.121 

1 . (Currently amended) A method to identify tee a polypeptide correlating with a phenotype of interest, 
said method comprising: 

a) identifying a polypeptide from a first sample that is specifically recognized and bound by a 
serum antibody obtained b i nd i ng s e rum s ele ct e d from at least one subject with a phenotype of 
interest to on e or mor e r e l e vant c el ls or t i ssu e s , 

b) characterizing said polypeptide identified in (a) by one or more properties, said properties 
selected from the group consisting of mass, reactivity with the serum antibody, peptidase 
digestion pattern, enzymatic digestion pattern, peptide seguence. antigenic epitope seguence, 
and MALDI-TOF selection criteria. 

c) obtaining gene expression profile data for said first sample, wherein the genes in said 
expression profile are characterized by properties of said gene's product, said properties selected 
from the group consisting of specific reactivity with the serum antibody, highly expressed in said 
sample, little or no detectable expression in said sample, and uniguely expressed in said sample, 
and . 

d) selecting a characterized polypeptide of step (b) that corresponds to a characterized gene of 
step (c), comp a r i ng li sts ( i ) and ( i i). wh e r ei n li st ( i ) compr i s e s a l ist of g e n e s d i ff e r e nt iall y 
expr e ss e d in sa i d c ell s or t i ssu e s and li st ( i i) compris e s a l ist of po l yp e pt i d e charact e r i stic d a ta for 
th e po l yp e pt i d e that sp e c i f i ca ll y r e cogniz e s and b i nds a s e rum a nt i body i n sa i d s e rum, wh e r ei n a 
po l yp e pt i d e common to both l i sts corr e l a t e s w i th th e ph e notyp e of i nt e r e st , thereby identifying 
said polypeptide correlating with said phenotype of interest. 

2. (Canceled) The method of claim 1 or 1 1 , wherein the genes of the list (i) are characterized by 
properties of the gene product, wherein the said properties are selected from the group consisting of 
specific reactivity with the serum antibody, highly expressed in the relevant cell or tissue, little or no 
detectable expression in the relevant cell or tissue, and uniquely expressed in the relevant cell or tissue. 

3. (Currently amended) The method of claim [[2]] 1, wherein two or more properties characterize the 
properties of the gene product. 
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4. (Currently amended) The method of claim [[2]] 1, wherein said characterization of the gene product 
further comprises[[ing]] the property of molecular weight. 

5. (Currently amended) The method of claim 3, wherein said characterization of the gene product further 
comprises[[ing]] the property of molecular weight. 

6. (Canceled) The method of claim 1 or 1 1, wherein the list (ii) of polypeptide characteristic[[s]] data is 
[[a]] selected from mass, reactivity with the serum antibody, peptidase digestion pattern, enzymatic 
digestion pattern and MALDI-TOF selection criteria. 

7. (Canceled) The method of claim 6, wherein two or more properties characterize the properties of the 
gene product. 

8. (Canceled) The method of claim 6, further comprising the property of molecular weight. 

9. (Canceled) The method of claim 7, further comprising the property of molecular weight. 

10. (Previously presented) The method of claim 6, wherein MALDI-TOF selection criteria are selected 
from the group consisting database selection, species, type of digest, number of miscleavages, molecular 
weight range, contamination indication, CNBr cleavage pattern, and mass accuracy. 

1 1 . (Currently amended) A method to identify tl^ a polypeptide correlating with a phenotype of 
interest, said method comprising: 

a) identifying a polypeptide from a first sample that is (i) specifically recognized and bound bv a 
serum antibody obtained b i nding s e rum s ele ct e d from at least one subject with a phenotype of 
interest to on e or mor e r ele vant c el ls or t i ssu e s and (ii) is differentially bound or is not bound by a 

b) b i nd i ng serum selected from at least one subject without said phenotype of interest to on e or 
mor e r e l e vant c ell s or t i ssu e s 

b) characterizing said polypeptide identified in (a) bv one or more properties, said properties 
selected from the group consisting of mass, reactivity with the serum antibody, peptidase 
digestion pattern, enzymatic digestion pattern, molecular weight, peptide seguence. antigenic 
epitope seguence. and MALDI-TOF selection criteria. 

c) obtaining gene expression profile data for said first sample, wherein the genes in said 
expression profile are characterized by properties of said gene's product said properties selected 
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from the group consisting of specific reactivity with the serum antibody, highly expressed in the 
sample, little or no detectable expression in the sample, and unioueiv expressed in the sample, 
and 

d) selecting a characterized polypeptide of step (b) that corresponds to a characterized gene of 
step (c) compar i ng li sts ( i ) and ( ii ). wh e r e in li st ( i ) compr i s e s a li st of g e n e s diff e r e nt iall y 
e xpr e ss e d in sa i d c el ls or t i ssu e s a nd list ( ii ) compr i s e s a li st of po l yp e pt i d e charact e r i stic data for 
th e po l yp e pt i d e that binds to a s e rum ant i body d i ff e r e ntial l y pr e sent or abs e nt b e tw ee n th e s e rum 
i n (a) and th e s e rum i n (b), wh e r ei n a polyp e pt i d e common to both li sts corr el at e s with th e 
ph e notyp e of i nt e r e st , thereby identifying said polypeptide correlating with said phenotype of 
interest. 

12. (New) The method of claim 1 1 , wherein two or more properties characterize the properties of 
the gene product. 

1 3. (New) The method of claim 1 1 , wherein said characterization of the gene product further 
comprises the property of molecular weight. 

14. (New) The method of claim 1 , wherein two or more samples are utilized. 

15. (New) The method of claim 14, wherein said samples express the same or similar phenotypes. 

16. (New) The method of claim 15, further comprising samples that do not express said same or 
similar phenotypes. 

17. (New) The method of claim 11, wherein two or more samples are utilized. 

18. (New) The method of claim 17, wherein said samples express the same or similar phenotypes. 

19. (New) The method of claim 18, further comprising samples that do not express said same or 
similar phenotypes. 
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V, Summary 



No fee is deemed necessary in connection with the filing of this Connmunication. However, if any 
is required, authorization is hereby given to charge the amount of any such fee to Deposit Account 
. 07-1074. 





GENZYME CORPORATION 
15 Pleasant Street Connector 
P.O. Box 9322 



Framingham, MA 01701-9322 



Jennifer D. Tousignant 
Agent for Applicant 
Registration No. 54,498 
Telephone: (508) 270-2499 
Facsimile: (508) 872-5415 



